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Expression of inflammasomes TLR4 and NLRP3 in children with Mycoplasma

pneumoniae pneumonia and its association with disease progression
XI Yu=xiu, CHEN Xiao-yu, CUI Ying, GUO Ltrli, SHEN Feng, ZHOU Chun-xiang, ZHANG Xiao-feng
(Af filiated Hospital of Jiangnan University , Wuxi, Jiangsu 214122, China)
Abstract: OBJECTIVE To explore the expression of inflammasomes Toll-like receptor 4 (TLR4) and NOD-like re-
ceptor protein 3 (NLRP3) in peripheral blood mononuclear cells (PBMCs) of children with Mycoplasma pneu-
moniae pneumonia (MPP) and analyze its association with disease progression. METHODS A total of 112 children
with MPP who were treated in the Affiliated Hospital of Jiangnan University from Jan 2017 to Apr 2021 were as-
signed as the study group and divided into the mild group with 67 cases and the severe group with 45 cases accord-
ing to the severity of disease, meanwhile, 50 healthy children who received physical examination were chosen as
the control group. The peripheral blood specimens were collected from the enrolled research subjects, the relative
expression levels of TLR4 and NLRP3 in PBMCs were detected, and the levels of serum inflammatory factors in-
terleukin (IL) - 18 and IL-18 were detected. RESULTS The expression levels of TLR4, NLRP3 mRNA and levels
of IL-18 and IL-18 were higher in the study group than in the control group (P <C0.05). The expression levels of
peripheral blood TLR4, NLRP3 mRNA and levels of IL-18 and 11-18 were higher in the severe group than in the
mild group(P<C0.05). Pearson correlation analysis indicated that the expression levels of TLR4 and NLRP3 mR-
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NA of the children with MPP were positively correlated with the levels of IL-18 and I1.-18(P <C0.05). Receiver op-
erating characteristic (ROC) curve analysis showed that the areas under curves (AUCs) of TLR4 and NLRP3
mRNA were respectively 0.950 and 0.994 in prediction of severe MPP. CONCLUSION The children with MPP
show the rise of expression levels of TLR4, NLRP3 mRNA as well as the levels of IL-18 and I11-18. The inflam-

masomes TLR4 and NLRP3 can be used as factors for prediction of progression of MPP.
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NLRP3 F3f: 5'-TCTGTTCATTGGCTGCGGAT-3'
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TLR4 i 5'-ACTTGGACCTTTCCAGCAAC-3'
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Table 2 Comparison of the relative expression levels of
TLR4, NLRP3 and levels of inflammatory fac-
tors between the two groups(z +s)
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TLR4 mRNA 0. 77+0. 09 0.59+0. 06 12 905 <C0. 001
NLRP3 mRNA 1. 9540, 13 1L 65+0. 11 13 253 <<0. 001
IL-18¢pg/ml) 6. 7941 20 4 384119 11 838 <0, 001
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of TLR4, NLRP3 in PBMCs of the MPP children

and the serum inflammatory factors
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Table 5 The values of relative expression levels of TLR4
and NLRP3 in prediction of progression of MPP
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